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Table S1. Investigations in the main clinical study at each time point 

Investigation Inclusion M6 M12 

Informed consent x   

Inclusion and exclusion criteria  x   

Clinical examination x x x 

Therapeutic adherence  x x 

Blood tests (total cholesterol, LDL-c, 

HDL-c, triglycerides, NT-pro-BNP, tro-

ponin high-sensitive) 

x   

Electrocardiogram  x x x 

Echocardiography x x x 

Micro-RNAs x x x 

Inflammatory markers x x x 

X-ray coronary angiography x xa xa 

Optical coherence tomography x xa xa 

Fractional flow reserve x xa xa 

Percutaneous coronary intervention xa xa xa 



Coronary computed tomography angi-

ography 

 x x 

End-points  x x 

Abbreviations: HDL-c, high density lipoproteins-cholesterol; LDL-c, low density lipopro-

teins-cholesterol; NT-pro-BNP, N-terminal pro brain natriuretic peptide; a If deemed neces-

sary according to each particular clinical case. 

 

Table S2. The 79 genes panel for the analysis of the genetic background of subjects included 

into the study 

 
Gene  Reference 

PCSK 9 [1] 

IL6R [2] 

SORT1 [2] 

PTGS2 [3] 

SELE [4] 

VCAM1 [2] 

TNNT2 [5] 

TRIM63 [6] 

ACTN2 [7] 

NEXN [8] 

PDGFD [9] 

CYP2C19 [10] 

CXCL12 [9] 

CYP17A1 [11] 

CNNM2 [11] 



NT5C2 [11] 

ZNF259 [11] 

APOA5 [11] 

APOA1 [12] 

MRVII [9] 

CTR9 [9] 

TCF21 [9] 

DES [5] 

LRP1 [9] 

SCARB1 [9] 

SH2B3 [13] 

COL4A2 [13] 

MYH7 [14] 

MYH6 [5] 

ACTC1 [5] 

ANKS1A [9] 

ADAMTS7 [2] 

FURIN [2] 

FES [11] 

CETP [9] 

PECAM1 [15] 

ACE [16] 

SMG6 [13] 

TCAP [17] 



ITGB3 [18] 

PMAIP1 [2] 

MC4R [2] 

LDLR [1] 

APOE [19] 

APOC1 [9] 

GPI [14] 

TBXA2R [20] 

HDAC9 [9] 

TNNI3 [21] 

REST-NOA1 [9] 

ABCG5 [1] 

ABCG8 [1] 

WDR12 [2] 

APOB [1] 

KCNJ13 [9] 

GIGYH2 [9] 

P2RY12 [22] 

MRAS [2] 

MYL3 [21] 

MYOZ2 [23] 

EDNRA [2] 

GUCY1A3 [2] 

SLC22A4 [2] 



SLC22A5 [2] 

PHACTR1 [2] 

PLA2G7 [24] 

PLN [25] 

C2 [9] 

LPA [26] 

NOS3 [2] 

PON1 [10] 

ABCB1 [10] 

ZC3HC1 [2] 

TRIB1 [13] 

LPL [2] 

ABO [2] 

PTGS1 [3] 

CDKN2B-AS1 [19] 
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