	SCA Disorder
	Position
	Gene
	Mutation Screened

	SCA1
	6p22.3
	ATXN1
	(CAG)n

	SCA2
	12q24.12
	ATXN2
	(CAG)n

	SCA3
	14q32.12
	ATXN3
	(CAG)n

	SCA4
	16q22.1
	PLEKHG4
	Point Mutation

	SCA5
	11q13.2
	SPTBN2
	Point Mutation

	SCA6
	19p13.13
	CACNA1A
	(CAG)n

	SCA7
	3p14.1
	ATXN7
	(CAG)n

	SCA8
	13q21.33
	ATXN8OS/ATXN8
	(CTG)n/(CAG)n

	SCA10
	22q13.31
	ATXN10
	(ATTCT)n

	SCA11
	15q15.2
	TTBK2
	Point Mutation

	SCA12
	5q32
	PPP2R2B
	(CAG)n

	SCA13
	19q13.33
	KCNC3
	Point Mutation

	SCA14
	19q13.42
	PRKCG
	Point Mutation

	SCA15/16
	3p26.1
	ITPR1
	Point Mutation 

	SCA17
	6q27
	TBP
	(CAG)n

	SCA18
	7q22-q32
	IRFD1*
	Point Mutation

	SCA19/22
	1p13.2
	KCND3
	Point Mutation 

	SCA21
	1p36.33
	TMEM240
	Point Mutation

	SCA23
	20p13
	PDYN
	Point Mutation

	SCA26
	19p13.3
	EEF2
	Point Mutation

	SCA27
	13q33.1
	FGF14
	Point Mutation

	SCA28
	18p11.21
	AFG3L2
	Point Mutation 

	SCA29
	3p26.1
	ITPR1
	Point Mutation

	SCA34
	6q14.1
	ELOVL4
	Point Mutation

	SCA35
	20p13
	TGM6
	Point Mutation 

	SCA38
	6p12.1
	ELOVL5
	Point Mutation

	SCA40
	14q32.11-q32.12
	CCDC88C
	Point Mutation

	SCA41
	4q27
	TRPC3
	Point Mutation

	SCA42
	17q21.33
	CACNA1G
	Point Mutation

	SCA43
	3q25.2
	MME
	Point Mutation

	SCA44
	6q24.3
	GRM1
	Point Mutation 


Supplemental Table 1. Genes screened for SCA mutations



















* Gene is likely responsible for SCA, but requires further confirmation.  Gene was screened for known pathogenic point mutations, and novel point mutations, via exome sequencing or PCR repeat analysis
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